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Detection of Hepatitis E virus Genome from
Wild Boars in Okinawa Prefecture
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Abstract : To determine the prevalence of hepatitis E virus (HEV) of wild animals in Okinawa prefecture, we tested serum samples obtained from 37

wild boars (22 from nothern area of Okinawa main island, 15 from Iriomote island) for the presence of HEV RNA by RT-PCR. Two of the 15 (13.3%)

wild boars from Iriomote were positive for HEV RNA . Sequence analysis revealed that the 2 wild boars HEV isolates shared 85 to 89% nucleotide

sequence identities with the known human and swine strains of genotype [0 HEV. Phylogenetic tree constructed based on the ORF2 sequence of 412

nucleotides confirmed that the 2 wild boars HEV isolates belonged to genotype O . The findings suggest that HEV has already made inrosds in Okinawa

prefecture.
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Table 1. Prevalence of HEV RNA in the serum of wild boars in Okinawa prefecture

No. of L.
Location Year of s_ample No. of HEV RNA Positive rate
collection samples - (@
positive
Northern area of 199807 1999 22 0 0
Okinawa main island
Iriomote island 2000 15 2 13.3

Table 2. Comparison of the 412-nucleotide sequences of the ORF2 gene of 2 wild boars HEV isolates
identified in this study with the known human and swine HEV isolates

Geno Known isolates Isoletes from wild boars in Iriomote island

type (No. of isolates) WwbOK126 wbhOK128
T1/China’/human 88.6 89.1

g JPN/human(7) 85.000 87.4 85.4[187.9

swine(3) 85.4[1 86.4 86.70187.4

0 human(5) 77.9079.1 77.7078.6
O human(1) 76.5 76.9

O human swine(5) 78.90 82.3 78.9082.5
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Phylogenetic tree based on the nucleotide sequences of a 412bp within the ORF2 gene of HEV
(neighbour-joining method)



